
Date Session Time Kiosk Category Abs # Presenter Title of the Abstract Country Page #

170 Yo Han Ahn Urine biomarkers for monitoring renal function in premature
infants Korea 172

174 Wun Fung HUI Outcome Predictors of Children Receiving Continuous Renal
Replacement Therapy (CRRT) Hong Kong 173

256 Xiao Hong Cai Chronic Intermittent Hypoxia Exposure Induces Kidney Injury in
Growing Rats China 173

408 Yuqian REN Inhibition of MicroRNA-155 Alleviates Lipopolysaccharide-induced
Kidney Injury in Mice China 168

144 Nattachai Anantasit Clinical and Pathological Correlation in diagnosis of Pediatric
Invasive Pulmonary Aspergillosis Thailand 163

149 Charles LIKAMTO
The Accuracy of Dengue NS1 Antigen Test For the Early
Diagnosis of Dengue Infection: A Systematic Review and Meta
Analysis

Philippines 164

215 Renee WY CHAN Cadherin-related Family Member 3 Expression and Their
Regulation in the Human Respiratory Explant Cultures Hong Kong 164

238 Ting Fan LEUNG School-based Surveillance for Childhood Influenza in Hong
Kong, 2014-15 Hong Kong 165

241 Ting Fan LEUNG Effects of Different Immune and Non-immune Factors on CDHR3
Expression in Airway Epithelial Cells and Ex Vivo Bronchus Culture Hong Kong 166

267 Natt Arayapong HIV Correceptor Tropism in Treatment-naïve and Treatment-
experirnced HIV-1 Infected Children and Adolescents Thailand 166

275 Haichao WANG Whole Genome Sequencing Study of the Enterovirus D68 Detected in
Hospitalized Children in Hong Kong with Serious Respiratory Disease Hong Kong 167

642 Guang-min Nong Serum Inflammatory Cytokine Levels Correlate with CD4+ T
Cells in Hand-Foot-Mouth Disease China 168

999 Muhan LI Development and Application of Enterovirus 71 Vaccine in China China 168

1764 Huiting ZHOU Blocking Integrin CD11b Inhibits LPS-induced HMGB1 Release
and Translocation During Sepsis China 170

131 Mengbiao GUO RETA: An R Package For Whole Exome and Targeted Region
Sequencing Data Analysis Hong Kong 185

169 Kit San YEUNG
Blood Cell Type-Specific Genome-Wide DNA Methylation Analysis of
Chinese Patients with Early-Onset Systemic Lupus Erythematosus
Identifies Loss of DNA Methylation in Genes Related to the Type I
Interferon Pathway

Hong Kong 148

188 Shiuh-Bin FANG
Genetic Epidemiology of Novel Genetic Mutations Identified By Next
Generation Sequencing in the Ciprofloxacin-Resistant Nontyphoid
Salmonella Isolates in Taiwan

Taiwan 148

208 Ho-Chung Yu
The development of a web-based tool generating graphical plots of
functional domain with reported pathogenic variants, population variants
and amino acid conservation as evidence for ACMG variant classification

Hong Kong 149

268 Lee Fong FUNG Application of Whole Exome Sequencing in Diagnosing
Movement Disorders in Hong Kong Hong Kong 150

292 Wan Yee Winnie TSO Mutations in PI3K-AKT-MTOR Signalling Pathway are the Major
Cause of Macrocephaly with Developmental Delay/ Autism Hong Kong 150

293 Chung Yin Anita WONG Comparing Mefvvariants in Chinese and Moroccan Patients with
Familial Mediterranean Fever Hong Kong 151

785 Siyuan JIA ARHGAP18 is a Novel Gene Under Positive Natural Selection
Influences HbF Levels in β-Thalassemia China 151

1268 DONGXIAO LI Clinical and Molecular Studies in 203 Chinese Patients with Mitochondrial
Disorders China 152

1630 Yulin CHEN Systematical analysis of eleven Chinese children with fibrodysplasia
ossificans progressiva for potential treatment China 152

1742 Xiaoling Jiang Search for Congenital Radioulnar Synostosis Causative Gene
and Modeling in Mouse China 152

1785 Feng WANG Identification and Characterization of Heart-specific Enhancers in
Zebrafish Genome China 153

1810 Tizhen YAN Identification and Clinical Implications of Novel MYO15A Mutations in a
Non-consanguineous Chinese Family by Targeted Exome Sequencing China 154
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